Amplification plots and Quantitation data for Human BRN2 ( Duplexed with 
Human GAPDH Figure 1 b) 
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Figure 1a 



Amplification plots and Quantitation data for Human GAPDH (Duplexed 
with Human BRN2 Figure 1a) 
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Figure 1b 



Amplification plots and Quantitation data for Murine B16 TYROSINASE 
(Duplexed with Murine GAPDH Figure 2b) 
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Amplification plots and Quantitation data for GAPDH (Duplexed with 
Murine B1 6 TYROSINASE Figure 2a) 
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Amplification plots and Quantitation data for EGFP (Duplexed with Murine 
GAPDH Figure 3b) 
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Amplification plots and Quantitation data for Murine GAPDH (Duplexed 
with EGFP Figure 3a) 
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Amplification plots and Quantitation data for EGFP (Duplexed with Human 
GAPDH Figure 4b) 
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Amplification plots and Quantitation data for Human GAPDH (Duplexed 
with EGFP Figure 4a) 
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Amplification plots and Quantitation data for Human Endogenous HER2 
(Duplexed with Human GAPDH Figure 5b) 
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Amplification plots and Quantitation data for Human GAPDH (Duplexed 
with Human Endogenous HER2 Figure 5a) 
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Amplification plots and Quantitation data for HER-2 Exogenous assay 
(Duplexed with Human GAPDH Figure 6b) 
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Amplification plots and Quantitation data for Human GAPDH (Duplexed 
with HER-2 Exogenous assay Figure 6a) 
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